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lowa State U. Advances in high-throughput technologies such as DNA sequencing and mass spectrometry are profoundly

transforming life sciences, resulting in the collection of unprecedented amounts of biological and medical data.
Using this data to advance our knowledge about fundamental biological processes and improve human health
requires novel computational models and advanced analysis algorithms. IEEE ICCABS aims to bring together
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. . Authors are invited to electronically submit extended abstracts in PDF format by following the instructions at
Giri Naras:mhan http://www.easychair.org/conferences/?conf=iccabs11. Submissions should be prepared using IEEE Computer
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FINANCE CHAIRS should not exceed 6 pages in length. Accepted abstracts will be published in the IEEE Xplore Digital Library.
Full versions of selected extended abstracts will be published in BMC Bioinformatics and BMC Genomics. A
limited number of student travel awards will be made (conditional upon NSF support).
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ARRANGEMENTS KEY DATES
CHAIR Abstract submission Extended to Dec. 17, 2010
Sumit Kumar Jha Notification of acceptance Jan. 10, 2011
U. of Central Florida Camera-ready version and author registration Jan. 20, 2011
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